FIGURE 66 

>< /usr / s eqdb2 / s s t /DNA/Dnaseqs . min/ s s . DNA4 9 6 4 6 
xsubiinit 1 of 1, 354 aa, 1 stop 
xMW: 39362, pi: 8-35, NX(S/T): 2 

MSNSVPLLCPWSLCYCFAAGSPVPFGPEGRLEDKLHKPKATQTEVKPSVRFNLRTSKDPEHE 
GCYLSVGHSQPLEDCSFNMTAKTFFI IHGWTMSGI FENWLHKLVSALHTREKDANWWDWL 
PrjmQLYTDAVNNTRWGHSIARMLDWLQEKDDFSLGNVHLIGYSLGAHVAGYAGNFVKGTV 
GRITGLDPAGPMFEGADIHKRLSPDDADFVDVLHTYTRSFGLSIGIQMPVGHIDIYPNGGDF 
QPGCGLNDVLGSIAYGTITEWKCEHERAVHLFVDSLVNQDKPSFAFQCTDSNRFKKGICLS 
CRKNRCNSIGYNAKKMRNKRNSKMYLKTRAGMPFRGNLQSLECP 

Important features: 
Signal peptide: 

amino acids 1-16 

Lipases, serine active site. 

amino acids 163-172 



N-glycosylation sites. 

amino acids 80-83 and 136-139 



FIGURE 67 

CGGACGCGTGGGCGGACGCGTGGGCCTGGGCAAGGGCCGGGGCGCCGGGCCGAGCCACCTCTTCCCCTCCCCCGC 

TTCCCTGTCGCGCTCCGCTGGCTGGACGCGCTGQAGGAGTGGAGCAGCACCCGGCCGGCCCTGGGaSCTGACAGT 

CGGO^GTTTGGCCCGAAGaGGftAGTGGTCTCftAACCCCGGCAGGTGGCGACCAGGCCAGACCAGGG^ 

CTGCCTGCGGGCGGGCTGTAGGCGAGGGCGCGCCCCAGTGCCGAGACCCGGGGCTTCAGGAGCCGC5CCCCGGGAG 

AGAAGAGTGCGGCGGCGGACGGAGAAAACAACTCCAAAGTTGGCGAAAG6CACCGCCCCTACTCCCGGGCTGCCG 

CCGCCTCCCCGCCCCCAGCCCTGGCATCCAGAGTACGGGTCGAGCCCGGGCCATGGAGCCCCCCTGGGGAGGCGG 

CACCAGGGAGCCTGGGCGCCCraGGGCTCCGCCGCGACCCCATCGGGTAGACCACAGAAGCTCCGGGACCCTTCCG 

GCACCTCTGGACAGCCCAGGATGCTGTTGGCCACCCTCCTCCTCCTCCTCCTTGGAGGCGCTCTGGCCCATCCAG 

ACCGQATTATTTTTCCAAATCATGCTTGTGAGGACCCCCCAGCAGTGCTCTTAGAAGTGCAGGGCACCTTACAGA 

GGCCCCTGGTCCGGGACAGCCGCACCTCCCCTGCCaUiCTGCACCTGGCTCATCCTGGGCAGCAAGGi^ 

TCACCATCAGGTTCCAGAAGCTACACCTGGCCTGTGGCTCAGAGCGCTTAACCCTACGCTCCCCTCTCCAGCCAC 

TGATCTCCCTGTGTGAGGCACCTCCCAGCCCTCTGCAGCTGCCCGGGGGCAACGTCACCATCACTTACAGCTATG 

CTGGGGCCAGAGCACCCATGGGCCAGGGCTTCCTGCTCTCCTACAGCCAAGATTGGCTGATGTGCCTGCAGGAAG 

AGTTTCAGTGCCTGaACCACCGCTGTGTATCTGCTGTCCAGCGCTGTGATGGGGTTGATGCCTGTGGCQATGGCT 

CTGATGAAGCAGGTTGCa.GCTCAGACCCCTTCCCTGGCCTGACCCCAAGACCCGTCCCCTCCCTGCCTTGCAATG 

TCACCTTGGAGGACTTCTATGGGGTCTTCTCCTCTCCTGGATATACaLCACCTAGCCTCAGTCTCCCACCCCCAGT 

CCTGCCATTGGCTGCTGGACCCCCATGATGGCCGGCGGCTGGCCGTGCGCTTCACAGCCCTGGACTTGGGCTTTG 

GAGATGCaGTGCATGTGTATGACGGCCCTGGGCCCCCTGAGAGCTCCCGACTACTGCGTAGTCTCACCCACTTCA 

GCaATGGCAAGGCTGTCACTGlXSGAGACACTGTCTGGCCaGGCTGTTGTGTCCTACCACACAGT^^^ 

ATGGTCGTGGCTTCAATGCCACCTACCATGTGCGGGGCTATTGCTTGCCTTGGGACAGACCCTGTGGCTTAGGCT 

CTGGCCTGGGAGCTGGCGAAGGCCTAGGTGAGCGCTGCTACAGTGAGGCACAGCGCTGTGACGGCTCATGGGACT 

GTGCTGAOSGCACAGATGAGGAGGACTGCCCAGGCTGCCCACCTGGACACTTCCCCTGTGGGGCTGCTGGCA 

CTGGTGCCACa.GCCTGCTACCTGCCTGCrGACCGCTGCAACTACCAGACTTTCTGTGCTGATGGAGCAGATGA^ 

GACGCTGTCGGCATTGCCAGCCTGGCAATTTCCGATGCCGGGACQAGAAGTGCGTGTATGAGACGTGGGTGTGCG 

ATGGGCAGCCaGACTGTGCGGACGGCAGTGATGAGTGGGACTGCTCCTATGTTCTGCCCCGCAAGGTCATTACAG 

CTGCAGTCATTGGCAGCCTAGTGTGCGGCCTGCTCCTGGTCATCGCCCTGGGCTGCa^CCTGCAAGCTCTATGCCA 

TTCGCaCCCAGGAGTAOlGCaTCTTTGCCCCCCTCTCCCGGATGGAGGCTGAGATTGTGCAGCAGCAGGCACCCC 

CTTCCTACGGGC^GCTCATTGCCCAGGGTGCCATCCCACCTGTAGAAGACTTTCCTACAQAGAATC 

ACTCAGTGCTGGGCa^CCTGCGTTCTCTGCTACAGATCTTACGCCAGGATATGACTCCAGGAGGTGGCCCAGGTG 

CCCGCCGTCGTCAGCGGGGCCGCTTQATGCGACGCCTGGTACGCCGTCTCCGCCGCTGGGGCTTGCTCCCTCGAA 

CCAAO^CCCCGGCTCGGGCCTCTGAGGCCAGATCCCAGGTCACACCTTCTGCTGCTCCCCTTGAGGCCCTAGATG 

GTGGCACAGGTCCAGCCCGTGAGGGCGGGGCAGTGGGTGGGCAAGATGGGGAGCa.GGCa.CCCC(aLCTGCCCAT^ 

AGGCTCCCCTCCCATCTGCTAGCACGTCTCCAGCCCCCACTACTGTCCCTGAAGCCCCAGGGCCACTGCCCTCAC 

TGCCCCTAGAGCCATCACTATTGTCTGGAGTGGTGCAGGCCCTGCGAGGCCGCCTGTTGCCCAGCCTGGGGCCCC 

CAGGACCAACCCGGAGCCCCCCTGGACCCCACACAGCAGTCCTGGCCCTGGAAGATGAGQACGATGTGCTACTGG 

TGCCACTGGCTGAGCCGGGGGTGTGGGTA6CTGAGGCAGAGGATGAGCCACTGCTTACCTGAGGGQACCTGGGGG 

CTCTACTGAGGCCTCTCCCCTGGGGGCTCTACTCyiLTAGTGGCACAACCTTTTAGAGGTGGGTCAGCCTCCCCTCC 

ACCACTTCCTTCCCTGTCCCTGGATTTCAGGGACTTGGTGGGCCTCCCGTTGACCCTATGTAGCTGCTATAAAGT 

TAAGTGTCCCTCAGGCAGGGAGAGGGCTCACAGAGTCTCCTCTGTACGTGGCCATGGCCAGACACCCCAGTCCCT 

TCACCACCACCTGCTCCCCACGCCACCACCATTTGGGTGGCTGTTTTTAAAAAGTAAAGTTCTTAGAGGATCATA 

GGTCTGGACACTCG^TCCTTGCCaAACCTCTACCCAAAAGTGGCCTTAAGCACCGGAATGCCAATTAAC 

CCCTCCAGCCCCCaAGGGGAGGATTTGGGCAGAACCTGAGGTTTTGCCyiTCCACAATCCCTCCTACAGGGCCT^ 

CTCACAAAAAGAGTGCy^a^TGCTTCTATTCO^TAGCTACGGCATTGCTCAGTAAGTTGAGGTCA^ 

GGAATCATACATCTC 



FIGURE 68 



< / usr/ seqdb2 / s s t /DNA/Dnaseqs . min/ s s . DNA4 9631 
<subunit 1 of 1, 713 aa, 1 stop 
<MW: 76193, pi: 5.42, NX(S/T): 4 

MLLATLLLLLLGGALAHPDRIIFPNHACEDPPAVLLEVQGTLQRPLVRDSRTSPANCTWLIIi 
GSKEQTVTIRFQKLHLACGSERLTLRSPLQPLISLCEAPPSPLQLPGGNVTITYSYAGARAP 
MGQGFLLSYSQDWLMCLQEEFQCLNHRCVSAVQRCDGVDACGDGSDEAGCSSDPFPGLTPRP 
VPSLPCNVTLEDFYGVFSSPGYTHLASVSHPQSCHWLLDPHDGRRLAVRFTALDLGFGDAVH 
VYDGPGPPESSRLLRSLTHFSNGKAVTVETLSGQAWSYHTVAWSNGRGFNATYiaVRGYCLP 
WDRPCGLGSGLGAGEGLGERCYSEAQRCDGSWDCADGTDEEDCPGCPPGHFPCGAAGTSGAT 
ACYLPADRCNYQTFCADGADERRCRHCQPGNFRCRDEKCVYETWVCDGQPDCADGSDEWDCS 
YVLPRKVITAAVIGSLVCGLLt.VIALGCTCKLYAIRTQEYSIFAPLSRMEAEIVQQQAPPSY 
GQLIAQGAIPPVEDFPTENPNDNSVLGNLRSLLQILRQDMTPGGGPGARRRQRGRLMRRLVR 
RLRRWGLLPRTNTPARASEARSQVTPSAAPLEALDGGTGPAREGGAVGGQDGEQAPPLPIKA 
PLPSASTSPAPTTVPEAPGPLPSLPLEPSLLSGWQALRGRLLPSLGPPGPTRSPPGPHTAV 
LALEDEDDVLLVPLAEPGVWVAEAEDEPLLT 

Important features: 
Signal peptide: 

amino acids 1-16 

Transmembrane domain: 

amino acids 442-462 

LDL- receptor class A (LDLRA) domain proteins 

amino acids 411-431, 152-171, 331-350 and 374-393 



